AMENDMENTS TO THE CLAIMS : 

This listing of claims will replace all prior versions and listings of claims in the 
application: 4^-53 / 4^ ~W 

Claims 1-44 (canceled). SO - 5 *) pd, 

u 2- rP2L ^ (New) An antige n comprising a peptide present in the ENV protein of MvP- 

mfl / 5180/91 , wherein the peptide is from 10 amino acids in length to 33 amino acids in Cjc&&s<*> ?*** Jim ' 



length and comprises an amino acid sequence encoded by SEQ ID NO:35, and wherein 
the antigen binds to an antibody that can bind to HIV-O. ^ fWi«2. ZD 

^ (New) The antigen of claim 45, wherein the amino acid sequence encoded 
by SEQ ID NO:35 is alanine-alanine-glycine-serine-threonine-methionine. 

(New) An antigen comprising a peptide present in the ENV protein of MvP- 
5180/91, wherein the peptide is from 15 amino acids in length to 33 amino acids in 
length and comprises an amino acid sequence encoded by SEQ ID NO:35, and wherein 
the antigen binds to an antibody that can bind to HIV-O. 

^ (New) The antigen of claim 47, wherein the peptide is from 16 amino acids 
in length to 33 amino acids in length. 

^9) (New) The antigen of claim 47, wherein the amino acid sequence encoded 
by SEQ I D NO:35 is alanine-alanine-glycine-serine-threonine-methionine. 

50. (New) A test kit for detecting antibodies that can bind to HIV-O comprising: 

(a) the antigen of claim 45 and 

(b) ancillary reagents suitable for use in detecting the presence of 
x^n* antibodies to the antigen in a biological sample. 




51 . (New) The test kit of claim 50, wherein the test is an enzyme linked 
immunosorbent assay (ELISA). 

52. (New) A test kit for detecting antibodies that can bind to HIV-0 comprising: 

(a) the antigen of claim 47 and 

(b) ancillary reagents suitable for use in detecting the presence of 
antibodies to the antigen in a biological sample. 

53. (New) The test kit of claim 52, wherein the test is an enzyme linked 
immunosorbent assay (ELISA). 
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Here is the list of the requested sequences: 



<210> SEQ ID NO 35 
<211> LENGTH: 20 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: 
<400> SEQUENCE: 35 

agcagcagga agcactatgg 



primer 
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determination of th<* nw* ~ 

the dna concentration at 260 nm ln a 

spectrophotometer (Beckman) , 8equenced b 

(F q S nnor r, y Cfte Sanger method 

an9er ' Pr ° C - Na «-*^.. Sci.. 74! B463i 
Instead o t sequence wlth Klenow m ^ " 

Brosystems (-Tag dye deoxv t.™< *PPi«d 

»■« - eac h case x „ M , „, ~ » - » 

f oyea as primers in separate 
se„ ng reactions. The seguenci „ 9 ^ 

a 3,3A DNA se q ue„ci„ 9 apperatus .Applied Bioayete. " 
accordance Kit „ th e instructions of the ap J at J 
manufacturer. 

!.««] The nucleotide sequence of the amplified DNA 
« 3 ron. and the a mlno acid « 

presented in Table 1 . Table 14,. 

» »0 = 3 7 and SEQ ID N0 . 3 as ^ -> 

The top ii„e i„ TabI / " " " 1 ~ SE ° "> N0 = 3 9 . 

P line in Table l corresponds to SEQ i„ ^.3, t . 

-die line co „ esponds „ S£Q „ ■ - * 

corresponds to the a m ino acid SEQ ID NO:39 . 
1065) Table i . 

-*^^?5^5T^5^r^ < *^^^^^TGTAGTGAAGGGTATAGTGCAAC 
T^—T^^^^^^^C 

AAATALTVRTHSVLKG1 
^"-^-^^^fT^^^f^TACAGGCCCAGCAACACTTGCTGAGGTTATCTGTAT 

Ai Qao OHLlrlsvw 
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